The hemotropic mycoplasma (hemoplasma) Mycoplasma wenyonii is an animal pathogen that affects bovine cattle health. Here, we present the draft genome sequence of the hemoplasma M. wenyonii strain INIFAP02 found in cattle from Mexico.
as well as 98, 96/95, and 82% identities with strains M. wenyonii Massachusetts, M. ovis Michigan (two sequences), and "Ca. Mycoplasma haemobos" INIFAP01, respectively (GenBank accession numbers CP003703, CP006935, and LWUJ01000012, respectively). These data confirm that strain INIFAP02 is closely related to the M. wenyonii species. The M. wenyonii strain INIFAP02 genome has 52% alignment coverage, 79% identity, and 53,563 fewer base pairs than the M. wenyonii Massachusetts genome (total lengths of 596,665 and 650,228 bp for strains INIFAP02 and Massachusetts, respectively) (15) .
The draft genome sequence of M. wenyonii strain INIFAP02 was annotated automatically with the Rapid Annotations using Subsystems Technology (RAST) version 2.0 server (http://rast.nmpdr.org) (16) , which identified 712 genes and 678 coding sequences.
Data availability. The whole-genome shotgun project of M. wenyonii strain INIFAP02 has been deposited in GenBank under the accession number QKVO00000000. The version described in this paper is the first version, QKVO01000000.
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